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Figure 1 



Bc2 8 . 2 MKGFFGIILSIIFVRAVSCTEDENRDSWEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 
Bc2 8 . 1 MKGFFGIILSIIFVRAVSCTEDEKRDSVVEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 
***********************.****^ 

t 



Bc2 8 . 2 KWNTEEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 
Bc28. 1 KWNTDEKVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 



Bc2 8 . 2 LYVLPNTHRELSSLKNKIDEWKKVKASDNGTNVIKNIKDDRTNTWFVAHGFKVAELNDVT 180 

Bc2 8 . 1 LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

**** # *********************. ;** ;**;************************* 

Bc28 .2 LEKLATVVKKLVSHKDMKYINKVMKKYFDRQKKE-AERLTKKAEKGMSGGKYKVKGY — A 237 
Bc28 . 1 LEKLATVVNELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 240 

Be 2 8. 2 APSTWML 244 ^ 

Be 2 8.1 GLSVISLLVAAVAVW 2 56 
. * . * 
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Figure 2 



A8 MKGFFGI ILS 1 1 FVRAVSCTEDEKRDS VVEGATS VE ASLKEQ I DWLAERY S ADLTNKDTS 60 

BcB MKGFFGI ILS I I FVRAVSCTEDEKRDSVVEGATSVEASLKEQ I DWLAERY SADLTNKDTS 60 

34.01 MKGFFGIILSIIFVRAVSCTEDEKRDTVVEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 

BcA MKGFFGI ILSIIFVRAVSCTEDEKRDSVVEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 

Robin MKGFFGI ILS I I FVRAVSCTEDEKRDSVVEGATSVEASLKEQIDWLAERYS ADLTNKDTS 60 

Castres MKGFFGI ILS I I FVRAVSCTEDEKRDSVVEGATSVEASLKEQIDWLAERYS ADLTNKDTS 60 
>*************************.********************************* 

A8 KWNTDEKVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 12 0 

BcB KWNTDEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 12 0 

34.01 KWNTNEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 12 0 

BCA KWNTDEKVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 12 0 

Robin KWNTDEKVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 12 0 

Castres KWNTDEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 12 0 

**** . * ;***************************************************** 

A8 LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

BCB LYVLSITHRELSSLKNKIDEWKKVKASDNGTNVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

34.01 LYVLSITHRELSSLKNKIDEWKKVKASDNGTNVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

BcA LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 18 0 

Robin LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

Castres LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

*************************** . ;**• **************************** 

A8 LEKLATVVNELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 24 0 

BcB LEKLATVVNELVSHNDMIYINDAMKQNVDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 240 

34 . 01 LEKVATVVNELVSHNDMIYINDAMKQNVDKWNKE-SERLAMMAEQGISGAKGKKDGFSFA 23 9 

BcA LEKLATVVNELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 240 

Robin LEKLATVVNELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 240 

Castres LEKLATVVNELVSHNDMIYINDAMKQNVDKWNKE-SERLAMMAEQGISGAKGKKDGFSFA 23 9 
***.**********.**************** # ** ************************* 

A8 GLSVISLLVAAVAVW 256 

BcB GLSVISLLVAAVAWL 2 56 

34.01 GLSVISLLVAAVAWL 255 

BCA GLSVISLLVAAVAVW 2 56 

Robin GLSVISLLVAAVAVW 256 

Castres GLSVISLLVAAVAWL 255 
*************** . 
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Figure 3 

5'UTR 

► Met 

Be 2 8 . 2 AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 6 0 
Be 2 8 . 1 AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCAC AATGAAGGGTTT 6 0 
************** ********************* ************* ************ 

Fspe3 

Be 2 8 . 2 CTTCGGAATTATTTTGTCTATTATTTTCGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 12 0 
Bc2 8 . 1 CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 12 0 
****************** ******** ******************************** 

► 

Be 2 8 . 2 CAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 
Be 2 8 . 1 AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 
*********************************************************** 

Be 2 8 . 2 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 24 0 

Be 2 8 . 1 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 24 0 
************************************************************ 

Be 2 8 . 2 CGAAGAGC AGGTGAAGGAGCTGTTAAATGAGAAGGCTGTTGGC ATAGAGTCTCGCCTTCT 300 
Be 2 8 . 1 CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGC ATAGAGTCTCGCCTTCT 300 
*** *** **************** *********************************** 

Be 2 8 . 2 TGCC ATTGCTAAGGAGTTCC AC AAATTGAAGTCCGTTCTGTGC ACCGGTGTC AACGAAAC 360 
Bc2 8. 1 TGCC ATTGCTAAGGAATTCC AC AAATTGAAGTCCGTTCTGTGCACCGGCGTC AACGAAAC 360 
*************** ******************************** *********** 

Bc2 8 . 2 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTTTACGTGCT 42 0 
Bc2 8 ♦ 1 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTCTACGTGCT 42 0 
*************************************************** ******** 

PJL3 ► 

Be 2 8 . 2 TCCTAACACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 
Be 2 8 . 1 TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 4 80 
* *** ****************************************************** 

Be 2 8 . 2 CAAGGC ATCTGAC AATGGC ACC AATGTGATC AAAAATATC AAGGACGAC AGGACTAAC AC 54 0 
Be 2 8 . 1 CAAGGCATCTGAAGATGGC ACC AAAGTGATCCAAAATATCAAGGACGACAGGACTAAC AC 54 0 
************ ********** ****** **************************** 

Cons3.1 

Bc28.2 CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTAACCCTTGAGAAACT 600 
Bc28. 1 CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 
********************************************* ************** 

Be 2 8 . 2 TGC AAC AGTGGTTAAAAAATTGGTGTCCC AC AAAGATATGAAATAC ATTAAC AAAGTTAT 660 

Bc2 8. 1 TGCAACAGTGGTTAACGAATTGGTGTCCCACAAAGATATGATTTACATTAACGACGCTAT 660 
*************** ************************ ********* * * *** 

BC2 8 . 2 GAAAAAATATTTTGACAGGCAGAAAAAGGAGG CTGAAAGATTGACCAAAAAGGCCGA 717 

Bc2 8 . 1 GAAGCAAAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 72 0 

*** ** * **** * ** ******* *********** *** * *** ** 

Be 2 8 . 2 GAAGGGTATGTCTGGAGGTAAGTATAAGGTGAAAGGTTATGCAGCCCCCTCTACTTGGAT 7 77 
Bc28. 1 ACAGGGTATATCTGGAGCCAAGGGTAAGAAGGATGGATTCTCATTCGCCGGT-CTTAG-T 778 
******* ******* *** **** ***** ** * ** * *** * * 
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Figure 3 Cont'd. 



Rspe3G 

Stop 

< 

Be 2 8 . 2 GCTATGACCATGCATACAA GTTGCAACTAACAATTAACATTTTGAAGCCTG-TAC 831 

Be 2 8 . 1 GTCATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTC TAAG AGGTTAAGAATGACTAT 838 
* ** * * * * * ** ** * *** * ** ★ ** 
<4 

Rspe4 Stop Rspe3C 



Be 2 8. 2 TCCTCAATGAGCTC 845 
Be 2 8.1 TTGTGGGCGTAATG 852 

* * * * 
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Figure 4 



► Met 

A8 AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 6 0 

BcB AGTCGATACCTCCGAGAATAGTCTTATATTAATCTTGCCGCTATTCACAATGAAGGGTTT 6 0 

34.01 AGTCGATACCTCCGAGAATAGTCTTATATTAATCTCGCCGCTATTC ACAATGAAGGGTTT 6 0 

Castres AGTCGATACCTCCGAGAATAGTCTTATATTAATCTTGCCGCTATTC ACAATGAAGGGTTT 60 

Robin AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 60 

Be A AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCAC AATGAAGGGTTT 6 0 
************************* ******** * ********************** 

Fspe3 

A8 CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 12 0 

BcB CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 12 0 

34.01 CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 

Castres CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 

Robin CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 12 0 

BcA CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 12 0 

************************************************************ 

► 

A8 AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

BcB AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

34.01 AAGGGATACTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

Castres AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

Robin AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

BcA AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

******** *************************************************** 

A8 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

BCB CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

34.01 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

Castres CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 24 0 

Robin CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 24 0 

BcA CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAAC AAAGAC ACTTCAAAATGGAATAC 240 
************************************************************ 

A8 CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

BcB CGACGAGCAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

34.01 CAACGAGCAGGTGAAGGAACTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

Castres CGACGAGCAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 30 0 

Robin CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 3 00 

BcA CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

* ***** ********** ***************************************** 

A8 TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGC ACCGGCGTCAACGAAAC 360 

BcB TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGC ACCGGCGTCAACGAAAC 360 

34.01 TGCCATTGCTAAGGAGTTCCACAAATTGAAGTCCGTTCTGTGC ACCGGCGTCAACGAAAC 360 

Castres TGCCATTGCTAAGGAGTTCCACAAATTGAAGTCCGTTCTGTGC ACCGGCGTCAACGAAAC 360 

Robin TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGC ACCGGCGTCAACGAAAC 360 

BCA TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGC ACCGGCGTCAACGAAAC 360 

*************** ******************************************** 

A8 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCC ATCTCCATGCTCTACGTGCT 42 0 

BcB TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCC ATCTCCATGCTTTACGTGCT 420 

34.01 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTTTACGTGCT 420 

Castres TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGATGCCATCTCCATGCTTTACGTGCT 420 

Robin TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTCTACGTGCT 42 0 

BcA TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTCTACGTGCT 420 
************************************ ************** ******** 
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Figure 4 Cont'd. 



A8 TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

BcB TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

34.01 TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

Castres TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

Robin TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

Be A TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 4 80 
************************************************************ 



A8 CAAGGCATCTGAAGATGGCACCAAAGTGATCCAAAATATCAAGGACGACAGGACTAACAC 540 

BcB CAAGGCATCTGACAATGGCACCAATGTGATCCAAAATATCAAGGACGACAGGACTAACAC 54 0 

34.01 C AAGGC ATCTGAC AATGGC ACC AATGTGATCC AAAATATC AAGGACGACAGGACTAAC AC 540 

Castres C AAGGC ATC TG AAGATGGC AC CAAAGTGATCC AAAATATC AAGGACGACAGGACTAAC AC 54 0 

Robin C AAGGC ATC TG AAGATGGC AC CAAAGTGATCC AAAATATC AAGGACGACAGGACTAAC AC 540 

Be A C AAGGC ATCTGAAG ATGGC ACC AAAGTGATCC AAAATATC AAGGACGACAGGACTAAC AC 540 
************ ********** *********************************** 

Cons3.1 
► 

A8 CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 

BcB CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTAACCCTTGAGAAACT 600 

34.01 CTGGTTCGTTGCCCATGGATTC AAGGTAGCTGAGCTC AACGATGTAACCCTTGAGAAAGT 600 

Castres CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTAACCCTTGAGAAACT 600 

Robin CTGGTTCGTTGCCCATGGATTC AAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 

Be A CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 

********************************************* ************ * 

A8 TGCAAC AGTGGTTAACGAATTGGTGTCCCACAAAGATATGATTTACATTAACGACGCTAT 660 

BCB TGCAAC AGTGGTTAACGAATTGGTGTCCCACAATGATATGATCTACATTAACGACGCTAT 660 

34.01 TGCAACAGTGGTTAACGAATTGGTGTCCCACAATGATATGATCTACATTAACGACGCTAT 660 

Castres TGCAACAGTGGTTAACGAATTGGTGTCCCACAATGATATGATCTACATTAACGACGCTAT 660 

Robin TGCAACAGTGGTTAACGAATTGGTGTCCCACAAAGATATGATTTACATTAACGACGCTAT 660 

Be A TGCAAC AGTGGTTAACGAATTGGTGTCCCACAAAGATATGATTTACATTAACGACGCTAT 660 
********************************* ******** ***************** 

A8 GAAGC AAAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 720 

BCB GAAGC AAAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 720 

34.01 GAAGC AAAACGTTGATAAATGGAACAAGGAG TCTGAAAGATTGGCCATGATGGCTGA 717 

Castres GAAGCAAAACGTTGATAAATGGAACAAGGAG TCTGAAAGATTGGCCATGATGGCTGA 717 

Robin GAAGCAAAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 720 

Be A GAAGCAAAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 72 0 
*********************** ******* ************************** 

A8 AC AGGGTAT ATCTGGAGCC AAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 780 

BcB AC AGGGTAT ATCTGGAGCAAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 780 

34.01 AC AGGGTAT ATCTGGAGC AAAGGGTAAG AAGGATGG ATTCTC ATTCGCCGGTCTTAGTGT 777 

Castres ACAGGGTATATCTGGAGCAAAGGGTAAGAAGGATGGATTCTC ATTCGCCGGTCTTAGTGT 7 7 7 

Robin ACAGGGTAT ATCTGGAGCC AAGGGTAAGAAGGATGGATTCTC ATTCGCCGGTCTTAGTGT 780 

Be A ACAGGGTAT ATCTGGAGCCAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 780 
****************** ***************************************** 

Rspe4 Stop Rspe3C 
<« <« 

A8 CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTCTAAGAGGTTAAGGATGACTATTT 840 

BcB CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGCTCTAAGAGGTTAAGGATGACTATTT 84 0 

34.01 CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGCTCTAAGAGGTTAAGGATGACTATTT 837 

Castres CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGCTCTAAGAGGTTAAGGATGACTATTT 837 

Robin CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTCTAAGAGGTTAAGGATGACTATTT 84 0 

Be A CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTCTAAGAGGTTAAGAATGACTATTT 84 0 



********************************** ************** ********** 
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Rspe3C 



A8 GTGGGCGTAATG 852 

BcB GTGGGCGTAATG 852 

34.01 GTGGGCGTAATG 849 

Castres GTGGGCGTAATG 84 9 

Robin GTGGGCGTAATG 852 

Be A GTGGGCGTAATG 852 
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Figure 8 
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Figure 9 
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Figure 10 
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Figure 11 
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Figure 12 
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Figure 13 
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Figure 13 (continued) 
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Figure 14 
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